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Fig.3 Examples of sequencing of BRAF mutations detected in PTC and previously
described in melanoma malignum. A p.S616F; B p.D594N

A B
Fig. 1 Pie chart shows distribution of BRAF mutations detected in PTC
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MATERIALS AND METHODS

: : \V600OE Fig.4 Examples of sequencing of BRAF mutations not detected earlier in PTC .
The study presents 15 cases with mutations other than BRAF"™ A p.598 509ins!: B p.HE08Y

detected during routine diagnostics of 485 cases of PTC.
Genotyping was performed by direct sequencing. For comparative
analyzes used published literature data .

CONCLUSIONS
Mutations other than BRAFV600E because they are relatively rare in
RESULTS about 2-3 % of cases , and PTC mutant predominantly locate in the

vicinity of the codon V600 . An analysis of the literature suggests that
some have already been described in the PTC and other malignant
tumors (melanoma , pancreas and intestine ) . This suggests that the
activity of oncogenic and oncogenic potential , which may be

Among the 15 mutations analyzed, three mutations (p.7599 V600insT,
2 X p.V600 Ko01delinsk ) already detected in the PTC Fig. 2 . In contrast,

mutations : p.G593S , pF610S , p.L588P , p.L584F , p.F595L , and
p.D394N p.S616F already been described in cases of melanoma Fig.3 .

Other mutations : p.V600 604WdelinsE , p.598 599ins| , p.E611K responsible for oncogenesis PCT . The presence of more than one
0.S614F , p.HB08Y , pG615E not detected earlier in PTC . However, mutation shows the clonality and active PTC in PTC process of

in those codons previously described mutations in malignant melanoma tumorigenesis , which may be an important clinical outcomes .
and carcinoma of the thyroid Fig. 4. In 6 cases of PTC except V600E However, for a comprehensive explanation of the significance of
mutations were detected other . In one two additional ( p.G593S, these mutations in the oncogenesis of PTC also a need for further
pF610S ) and one in the other five cases: p.E611K , pL588P functional studies.

p.V600 K600delinsk , p.HG08Y , p.S616F .



