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BRAF
VHzzETmutationTconstitutesT;_4;;TkTofTallTdetectedTmutationT

TinTthyroidTcarcinomaTPFigureGMCGTTheTremainingTBTkTareTBRAFTT
mutationsTdetectedTinTtheTvicinityTofTcodonTVHzzGTDueTtoTtheTlowT
TincidenceTnotTmuchTisTknownTaboutTtheirTimportanceTforTtheTT
developmentTofTPTCGTInTaddition5TsomeTofTtheseTmutationsTco4occurT
TwithTtheTmutationTBRAFVHzzEGTTheTaimTofTtheTstudyTisTtoTpresentTT
M3TmutationsTotherTthanTBRAFVHzzETdetectedTinTPTCTGT

TheTstudyTpresentsTM3TcasesTwithTmutationsTotherTthanTBRAFVHzzETT
detectedTduringTroutineTdiagnosticsTofTA_3TcasesTofTPTCGTT
GenotypingTwasTperformedTbyTdirectTsequencingGTForTcomparativeT
TanalyzesTusedTpublishedTliteratureTdataTGT

MutationsTotherTthanTBRWFVHzzETbecauseTtheyTareTrelativelyTrareTinTT
aboutTB4RTkTofTcasesT5TandTPTCTmutantTpredominantlyTlocateTinTtheT T
vicinityTofTtheTcodonTVHzzTGTWnTanalysisTofTtheTliteratureTsuggestsTthat T
TsomeThaveTalreadyTbeenTdescribedTinTtheTPTCTandTotherTmalignantT T
tumorsTPmelanomaT5TpancreasTandTintestineTCTGTThisTsuggestsTthatTtheT
TactivityTofToncogenicTandToncogenicTpotentialT5TwhichTmayTbeTT
responsibleTforToncogenesisTPCTTGTTheTpresenceTofTmoreTthanToneT T
mutationTshowsTtheTclonalityTandTactiveTPTCTinTPTCTprocessTof T
TtumorigenesisT5TwhichTmayTbeTanTimportantTclinicalToutcomesTGT
THowever5TforTaTcomprehensiveTexplanationTofTtheTsignificanceTofT T
theseTmutationsTinTtheToncogenesisTofTPTCTalsoTaTneedTforTfurtherT
TfunctionalTstudiesGT

FigGTMTPieTchartTshowsTdistributionTofTBRAFTmutationsTdetectedTinTPTC

FigGBTRepresentativeTsequencingTofTBRAFTmutationsTalreadyTdetectedTinTPTCGTWT
pGT3;;_VHzzinsTSTBTpGVHzz_KHzMdelinsES

W B

FigGRTExamplesTofTsequencingTofTBRAFTmutationsTdetectedTinTPTCTandTpreviouslyT
describedTinTmelanomaTmalignumGTWTpGSHMHFSTBTpGD3;AN

W B

FigGATExamplesTofTsequencingTofTBRAFTmutationsTnotTdetectedTearlierTinTPTCTGT
WTpG3;__3;;insISTBTpGHHz_Y

W B

WmongTtheTM3TmutationsTanalyzed5TthreeTmutationsTPpGT3;;_VHzzinsT5T
TBTxTpGVHzz_KHzMdelinsETCTalreadyTdetectedTinTtheTPTCTFigGTBTGTInTcontrast5TT
mutationsTKTpGG3;RST5TpFHMzST5TpGL3__PT5TpGL3_AFT5TpGF3;3LT5TandT T
pGD3;ANTpGSHMHFTalreadyTbeenTdescribedTinTcasesTofTmelanomaTFigGRTGTT
OtherTmutationsTKTpGVHzz_HzAWdelinsET5TpG3;__3;;insIT5TpGEHMMKT5TT
pGSHMAFT5TpGHHz_YT5TpGHM3ETnotTdetectedTearlierTinTPTCTGTHowever5 T
inTthoseTcodonsTpreviouslyTdescribedTmutationsTinTmalignantTmelanomaTT
andTcarcinomaTofTtheTthyroidTTFigGTAGTInTHTcasesTofTPTCTexceptTVHzzET
TmutationsTwereTdetectedTotherTGTInToneTtwoTadditionalTPTpGG3;RST5T
TpFHMzSTCTandToneTinTtheTotherTfiveTcasesKTpGEHMMKT5TpL3__PT5T
TpGVHzz_KHzzdelinsET5TpGHHz_YT5TpGSHMHFTGT


